Table 2. Allele and genotype frequencies for connective tissue growth factor (CTGF) rs6918698, rs9399005, rs12526196 and rs9402373 SNPs in patients with pseudoexfoliative glaucoma (PEG), patients with PEX (pseudoexfoliation syndrome), and the controls. OR: odds ratio, CI: confidence interval. G: guanine, C: cytosine, T: thymine

	
	PEG
(n=214)
	PEX
(n=214)
	Control
(n=214)
	PEX vs. Control
	PEG vs. Control
	PEG vs. PEX

	
	
	
	
	OR (95% CI)
	 P
	OR (95% CI)
	  P
	OR (95% CI)
	 P

	rs6918698

	Genotypes, n (%)
	
	
	
	0.770a
(0.47-1.26)
	0.290
	1.210a
(0.76-1.93)
	0.420
	1.510a
(0.93-2.46)
	0.095

	GG
	73 (34.1)
	59 (27.6)
	66 (30.8)
	
	
	
	
	
	

	GC
	92 (43.0)
	120 (56.0)
	104 (48.6)
	1.180b
(0.78-1.80)
	0.430
	0.860b
(0.57-1.29)
	0.450
	0.720b
(0.48-1.10)
	0.130

	CC
	49 (22.9)
	35 (16.4)
	44 (20.6)
	
	
	
	
	
	

	Allele frequency
	
	
	
	
	
	
	
	
	

	G
	0.556
	0.556
	0.551
	0.980
(0.75-1.29)
	1.000
	0.980
(0.75-1.29)
	1.000
	0.990
(0.76-1.30)
	1.000

	C
	0.444
	0.444
	0.449
	
	
	
	
	
	

	rs9399005

	Genotypes, n (%)
	
	
	
	1.130c
(0.55-2.32)
	0.750
	1.490c
(0.75-2.96)
	0.250
	1.280c
(0.65-2.51)
	0.470

	CC
	112 (52.3)
	108 (50.5)
	107 (50.0)
	
	
	
	
	
	

	CT
	80 (37.4)
	89 (41.6)
	91 42.5)
	0.980d
(0.67-1.43)
	0.900
	0.930d
(0.64-1.37)
	0.730
	0.950d
(0.65-1.39)
	0.770

	TT
	22 (10.3)
	17 (7.9)
	16 (7.5)
	
	
	
	
	
	

	Allele frequency
	
	
	
	
	
	
	
	
	

	C
	0.710
	0.713
	0.713
	1.000
(0.74-1.35)
	1.000
	1.010
(0.75-1.36)
	1.000
	1.010
(0.75-1.36)
	1.000

	T
	0.290
	0.287
	0.287
	
	
	
	
	
	

	rs12526196

	Genotypes, n (%)
	
	
	
	1.060e
(0.44-2.57)
	0.890
	1.130e
(0.47-2.71)
	0.780
	1.090e
(0.47-2.54)
	0.840

	TT
	129 (60.3)
	125 (58.4)
	127 (59.3)
	
	
	
	
	
	

	TC
	73 (34.1)
	78 (36.5)
	77 (36.0)
	1.020f
(0.70-1.51)
	0.900
	0.920f
(0.62-1.36)
	0.660
	0.950f
(0.64-1.40)
	0.780

	CC
	12 (5.6)
	11 (5.1)
	10 (4.7)
	
	
	
	
	
	

	Allele frequency
	
	
	
	
	
	
	
	
	

	T
	0.773
	0.766
	0.773
	1.040
(0.76-1.43)
	0.810
	1.000
(0.73-1.38)
	1.000
	0.960
(0.70-1.32)
	0.810

	C
	0.227
	0.234
	0.227
	
	
	
	
	
	

	rs9402373

	Genotypes, n (%)
	
	
	
	0.860g
(0.26-2.87)
	0.800
	0.940g
(0.29-3.01)
	0.920
	1.210g
(0.36-4.04)
	0.760

	CC
	153 (71.5)
	140 (65.4)
	142 (66.4)
	
	
	
	
	
	

	CG
	55 (25.7)
	69 (32.2)
	66 (30.8)
	1.04h
(0.70-1.56)
	0.840
	0.790h
(0.52-1.20)
	0.280
	0.760h
(0.50-1.14)
	0.190

	GG
	6 (2.8)
	5 (2.4)
	6 (2.8)
	
	
	
	
	
	

	Allele frequency
	
	
	
	
	
	
	
	
	

	C
	0.843
	0.815
	0.818
	1.020
(0.72-1.44)
	1.000
	0.830
(0.58-1.19)
	0.320
	0.820
(0.57-1.17)
	0.280

	G
	0.157
	0.185
	0.182
	
	
	
	
	
	

	[bookmark: _GoBack]OR and P values for genotype comparison were adjusted by age and sex using SNPstats. OR and P values for allele frequencies were calculated using the Pearson 2 test.  aRecessive model: CC vs. GC+GG, bDominant model: CC+TC vs. TT,  cRecessive model: TT vs. CT+CC, dDominant model: TT+CT vs. CC,  eRecessive model: CC vs. TC+TT, fDominant model: CC+TC vs. TT,  gRecessive model: GG vs. CG+CC, hDominant model: GG+CG vs. CC




